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Data Management in Life Sciences

Daten in den Lebenswissenschaften
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When you hear about biological data, so-called high-
throughput data come mostly to the fore. These are data
obtained in experiments, which are executed in paral-
lel through clever planning and automation. With this
focus on high-throughput data and their specific data
access and management problems (e.g., “How do I get
my data in less than 10 hours from my machine to the
Data Center”), it is easily overlooked that data processing
in the life sciences tends to be very complex by nature.
For example, the integration of life sciences data is a very
big issue that is gaining interest. Biologists are trained to
capture the diversity of life to perceive small differences,
and respond to them. In contrast, computer scientists try
to abstract away data differences as far as possible and to
identify common structures.

This special issue focuses on problems and challenges
of data management in the life sciences. The articles of
this issue tackle some of the central problems and chal-
lenges from four different angles.

Prasser et al. illuminate the situation in translational
medicine research, which concerns with the transfer
(translation) of bio-medical research results into med-
ical practice. The aim here is to establish a bidirectional
information flow between the experimental setup and the
patient’s bedside. There are several obstacles to overcome.
In addition to a variety of standards that are to be used
skillfully, the privacy of patients” data has to be respected.
Especially the latter brings a number of technical chal-
lenges.

While biological research is characterized in the pre-
vious article as “borderline chaotic”, managing the data
of this boundary of chaos is the daily business of Bernd
Rinn. His article distills the experiences he made with
working on data management solutions for institution-
crossing systems biology projects.

The article of Weise et al. presents Metacrop and
discusses another important area of data management

described in the biomedical field: the curated data col-
lections. These data collections provide an important
interface between the user and the results of published
scientific literature. Data curating in the context of data
quality is coordinated and controlled manually.

Finally, the article of Kormeier et al. gives an insight
into the area of biological data integration and data ware-
houses. It outlines data warehousing approaches that are
widespread in the life sciences and bioinformatics, where
mostly curated data sources are brought together.

Each article of this issue gives a glimpse of an in-
teresting part of the data management area in the life
sciences. Together they illustrate the diversity of research
and engineering issues and show the differences between
domain specific data management and the mainstream
of data management.
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